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Introduction
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Global AKER project frame
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AKER GENETIC DIVERSITY
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Representation of the DAPC clusters on the map
(B. macrocarpa and B. adanensis were discarded because
of their strong distance from other groups)
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40 ACCESSIONS representing 100% of the
total allelic variation

15 ACCESSIONS representing 100% of all
allelic variation not included in the allelic
richness of elite germplasm
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GENOTYPING - DIVERSITY >

Genotyping with around 2 Mio SNPs and 38 Moi DArTs
T v = 40 Moi Mol. Marker Data
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"The 15 accessions cover 100% of the
variability"

’ %= 3,000 accessions collection from 46 genebanks

°  Selection of 15 accessions based on the
. diversity analysis
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CORE COLLECTION
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AKER GENETIC DIVERSITY Srategy
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AKER GENETIC DIVERSITY Strategy - Results
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AKER GENETIC DIVERSITY Phenotyping
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AKER GENETIC DIVERSITY Beet Ontology

https://urgi.versailles.inra.fr/ephesis/ephesis/ontologyportal.do Betterave2020
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ADAPT - Landscape Genetic - Domestication

Landscape genetic — Accession distribution and eco-geographical zonation
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AKER PARTNERSHIPS BE DOMINO - Beet Domestication
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Board 2 : Cluster compositions

Genetic structure in the global population: a more precise genetic differentiation
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Genetic differentiation in the different subpopulations selected: temporal analysis
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390 alleles (USOA-wiki)

Nyrnber of adeles

* 00000 - 45.0000

* 490000 - 980000

* SE0000 - 1470000
1470000 - 196.0000
F96.0000 - 345 0000
2450000 - 2940000
2940000 + 343 DO0O

* JAL0000 - 3620000

. 3020000 - 4410000

* 4410000 - 4900000

e 1Ist axis

: Wild accessions are far from
current varieties and efite lines

= Elite lines and current varieties are close

o Cluster 1; Some distinct accessions
Cluster 3 ; Diversity for a lot of elite lines
e 2nd axis : USDA accessions "make a link"

between many wild accessions and many

current varieties

2 "pools” of current varieties joined by elite

linac
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AKLER’S TEAM
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Internal seed morphology phenotyping by Xray computed microtomography

Results on the pilot population (PP) : Embryo
and perisperm volumes for different genotypes ) petteravezte
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